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1 Rodentibacter B WAL DR & 8 1E +

[ [H44F5 B SES
R. pneumotropicus [P] pneumotropica biotype Jawetz Mouse
Bisgaard Taxon 21 Rat
R. heylii [P] pneumotropica biotype Heyl Mouse
Rat
Hamstar
R. ratti [P] pneumotropica Rat
Bisgaard Taxon 22 Mouse
R. heidelbergensis Haemophilus ? (—3#B V R Z3k14:) Rat
R. trehalosifermentans Haemophilus ? (V [RFZ5K M) Rat
R. rarus Bisgaard Taxon 17 Rat
R. myodis Bisgaard Taxon 41 Mpyodes glareolus
R. mrazii Bisgaard Taxon 21 Apodemus sp.

R. genomospecies 1

Bisgaard Taxon 48

Apodemus sp.

R. genomospecies 2

Rat

- Apodemus sp.

Mouse
Mpyodes glareolus
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SNTW3, 512, R trehalosifermentans (213 V
TFERMUER D LD, KV74) %2585 & bR
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